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1. How to Search Tabloid Proteome 
 

In order to perform the search, you can use the search box, provided in the search page. With the updated 

version of the Tabloid Proteome you can search for protein association in four ways; Protein Search, Gene 

Search, Pathway Search or Disease Search.  

1.1. Protein Search 
 

1.1.1. Search with one protein 
You can search Tabloid Proteome with single protein, using Uniprot Accession or protein name. 

This will provide you with all possible partner of the protein that are found to be associated 

according to our analysis. Instead of using your own proteins, you can also use examples, provided 

in the upper right corner of the search box, to initiate the searches. 

  

1.1.2. Search with two proteins 
You can also start your search with two proteins, by using the ‘Two Protein Search’ tab in the 

search page. You need to define the Uniprot Accession or protein name of both proteins, as shown 

in image below. Similar to one protein search, you can also use examples.  

  

1.1.3. Multiple protein search 
If you have more than one protein pair to search, you can use ‘Multiple Protein Search’ tab under 

Protein Search. This will allow you to upload your own file with protein pairs as first and second 

Click to choose
search type

Insert uniprot accession 
or protein name Select Jaccard

similarity threshold

Click to use 
examples

Click to choose
search type

Insert uniprot accession 
or protein name Select Jaccard

similarity threshold

Click to use 
examples
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column. At the moment, multiple search only takes uniprot accession table (without header), with 

maximum three column.   

 

Moreover, if you would like to add your own annotation score in the resulting graph, you can 

include the score in the third column of the file, and click on button ‘edge annotation’. You can 

upload file in any of the three format xls, xlsx, csv. If you have selected to add your own score, it 

will be shown in the third column upon upload, as shown below. 

 

 

1.2. Gene Search  
You can also search Tabloid Proteome either using gene name or NCBI RefSeq GeneID. Gene Search 

also allow you to search with up to two genes using with single or double gene search. 

1.2.1. Search with one gene 
To search with one gene, you can click on ‘Single Gene Search’ tab given under Gene Search. A 

search window for gene search with appear, as shown below. Here you can search for all possible 

proteins and their association with your gene of interest.  
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After clicking on search button, another window will appear, showing all possible proteins found 

for the entered gene. You can initiate your search by clicking on the search button next to the 

protein accession. In this window you can also change for Jaccard similarity threshold. 

 

 

1.2.2. Search with two genes 
Similar to the one gene search, you can also search with two genes, using ‘Two Gene Search’ 

tab.   

Click to choose
search type

Insert gene id or 
gene name

Click to use 
examples
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The next window will allow you to search with your interesting protein pairs and with the search 

button next to the protein pair you can initiate the search (as shown below). 

 

1.3.  Pathway search: 
You can also search for all associated protein pairs available in Tabloid Proteome, for the particular 

pathway. For the current version of Tabloid Proteome, only include lowest level of pathways from 

Reactome Database. The search can be initiated either by unique Reactome ID or pathway name. 

 

After the selection of the pathway, in the next window you can see multiple pathway entries. Select 

for your pathway of interest and click on the down arrow on the right side of the pathway name. The 

click on the down arrow will show you all possible protein pairs found in the Tabloid Proteome with 

Click to choose
search type

Insert gene id or 
gene name

Click to use 
examples

Click here 
to search
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their Jaccard Similarity score. Select the protein pair of interest and initiate the search, by clicking on 

search button next to the protein accession (as shown in the image below).  

 

1.4. Disease search: 
Similar to the pathway search, you can also search for the associated protein pairs available in the 

Tabloid Proteome for particular disease. Tabloid Proteome include all human diseases from 

DisGenNET database. Here you can search, by clicking on ‘Disease Search’, either by using the disease 

name or unique DisGeNET ID. 

 

After the selection of the disease, in the next window it will show you, all possible disease entries 

found for your search (as shown below). With the down arrow you can check for all possible 

associated protein pairs with minimum 0.4 Jaccard similarity score. With the protein pair of interest 

you can initiate the search, by clicking on the search button next to the Unique DisGeNET Id. 
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2. Search Results 
If the protein(s) searched either through protein, gene, pathway or search, pathway search is present in 

the database and have association with any another protein, Tabloid Proteome will provide result in two 

forms; Data Table and Graph View. 

2.1. Data Table 
Data table view gives association information between two or more proteins. If searched for one 

protein, the resulting table will show you one or more rows, depending on the association found for 

the searched protein. In the data table, each row represents the possible biological connection for 

each partner proteins (as shown below). For the double protein search, the resulting table will provide 

user with one row, showing possible biological connection between two proteins.  

 

Uniprot accession column (blue) provides direct link to Uniprot website. You can also sort each column 

with high to low score or with alphabetical order. With the click on each protein pair, you can find 

more information about the association between two proteins (as shown in image below) like 

Interactions, Projects, Pathways, Complexes, Disease, and GO.  
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With the further click on the expandable buttons, at the end of each row, you can get more 

information about each type of association, in separate section. More information about each section 

is described below.  

2.1.1. Interactions 
Interaction section gives information about protein-protein interaction between two 

proteins. All the information about the interaction is collected from IntAct and BioGRID 

database. If the interaction is found in the IntAct database, then more information about 

the interaction is shown in this section (as shown in image below). 

 

 

2.1.2. Common Projects 
Common Projects section shows all common projects between two proteins (shown in 

image below). By clicking on one of the project accessions (marked with blue), it will re-

direct to PRIDE website. 
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2.1.3. Pathways  
Pathways section shows the common pathways found between two proteins, according to 

Reactome database. By clicking on Reactome accession (marked in blue), it will re-direct to 

Reactome’s ‘Pathway Browser’ page. 

 

2.1.4. Complexes 
Complexes section, as shown below in the image, will provide you with list of complexes 

where both proteins are present, according to CORUM database. Here, with the click to 

Pubmed Id, it will re-direct to the link to PubMed webpage and click on the CORUM id, 

(marked in blue) will re-direct to the CORUM database. 

 

2.1.5. GO 
Under this section, you can find information regarding common Biological Process, 

Molecular Function and Cellular Component of two proteins, defined by GO. These three 

information is provided with three different subsection with the respective names (as shown 

in image below). All section includes GO Id (marked with blue) which will re-direct to EMBL-

EBI Gene Ontology service. 
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2.1.6. Disease 
In the disease section, you can find the list of diseases, where both proteins are found to be 

involved in. All the information about the disease and protein involved in each disease are 

collected from DisGeNET database. With the click on the DisGeNET ids (marked with blue), 

it will re-direct to DisGeNET search webpage. 

 

 

2.2. Graph View 
In Tabloid proteome, you can also visualize your results in form of graph, where each node represent 

proteins and edges represents associations. The link to the graph can be accessed through the upper 

right corner of the Data Table result page. 

 

On this page, you can see dynamic graph representation of your search. All nodes and edges are 

repositionable. After/before changing position of the graph you can download as an image (.png) by 

clicking on “Download Graph” link (as shown below). For more information about the proteins and 

their relations, you need to click on the node or edge.  
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With default the nodes will be shown with the uniprot accession, however, you can change the 

visualization to the gene name using the “GeneView” button on the left side of the panel, as 

highlighted in the red in the image below. 

 

With the click on the node, a pop up window will appear which will show more information about the 

protein, derived from Uniprot database (as shown in the image below). With the click on the uniprot 

accession (marked with blue), it will re-direct to the Swissprot/Uniprot webpage. Similarly, click on 

Gene Id (marked with blue), it will re-direct to detailed view of the gene on NCBI Gene & Expression 

website. 
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The edges between the proteins represents biological association, where the number of edges 

between two proteins can vary from 1 to 5. Different color of edge represents different biological 

association between proteins. Edge with red color represent the Jaccard similarity association 

found with our method, purple shows interaction, blue represent paralog, green represent that 

these proteins are present in same pathway, and finally orange color represent presence of both 

protein in same disease. This information is also shown in a panel, on the left side of the graph (as 

shown in the image below).  

 

 

For more information about association, you can click on the edge, it will show brief information 

about the association, with six sub-sections; Interactions, Projects, Pathways, Complexes, 

Diseases, and GO (at the bottom of the graph). Each sub-section, contains same information as 

provided in the Data Table page (explained in more detail under section 2.1.1 to 2.1.6). 
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For multiple protein search, if edge annotation are added, then it will be shown in the graph, on 

the edges (red color). Graph shown below shows an example of the multiple protein search with 

added annotation. 
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2.3. Special case 
In the double protein search, if this pair does not contain any direct biological connection in the 

database, Tabloid proteome will try to check for indirect association between the proteins.  If the 

searched pair contains any indirect association, you will show a pop up window for the possible 

connection (as shown in the image below). 

 

For further click on the “Data Table” option, you can view the result about the search in the Data 

Table view, with all information explained above. With the Data Table view, you can go to Graph 

View, to visualize you result with the same information and changes, as explained above. 

3. Downloads 
From Tabloid proteome, you can download the results, in two form; tab delimited format for the table or 

as an image. Tab delimited or CSV format can be downloaded from the upper right corner of Data table 

result page.  

 

 

As mention above, you can also download the graph view from the upper left corner of the graph view 

page. 

Click to download in 
CSV or TSV format
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